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3 <110> APPLICANT: University of Pennsylvania 

4 Avarbock , David 

5 Rubin, Harvey 

6 Avarbock , Andrew 

8 <120> TITLE OF INVENTION: Fragments and Activity of Rel protein in M. Tuberculosis and 
other uses 

9 thereof 

W--> 10 <130> FILE REFERENCE: UPFT0002 -100 

C--> 12 <140> CURRENT APPLICATION NUMBER: US/10/532,395 

C--> 12 <141> CURRENT FILING DATE: 2005-04-22 

12 <150> PRIOR APPLICATION NUMBER: PCT/US03/33692 

13 <151> PRIOR FILING DATE: 2003-10-22 

15 <150> PRIOR APPLICATION NUMBER: US 60/420,129 

16 <151> PRIOR FILING DATE: 2002-10-22 
18 <160> NUMBER OF SEQ ID NOS : 20 

20 <170> SOFTWARE: Patentin version 3.2 

22 <210> SEQ ID NO: 1 

23 <211> LENGTH: 21 

24 <212> TYPE: DNA 

25 <213> ORGANISM: Mycobacterium tiiberculosis 

27 <400> SEQUENCE: 1 

28 gatataccat gggcagcagc c 21 

31 <210> SEQ ID NO: 2 

32 <211> LENGTH: 34 

33 <212> TYPE: DNA 

34 <213> ORGANISM: Mycobacterium tuberculosis 

36 <400> SEQUENCE: 2 

37 gattgatcca tatgggttac accctggagg cgtt 34 

40 <210> SEQ ID NO: 3 

41 <211> LENGTH: 35 

42 <212> TYPE: DNA 

43 <213> ORGANISM: Mycobacterium tuberculosis 

45 <400> SEQUENCE: 3 

46 gatcatggat ccctagtcgt agcgcaatga ttcca 35 

49 <210> SEQ ID NO: 4 

50 <211> LENGTH: 35 

51 <212> TYPE: DNA 

52 <213> ORGANISM: Mycobacterium tuberculosis 

54 <400> SEQUENCE: 4 

55 gatcatggat ccctactcct cgtacttctt gggat 35 

58 <210> SEQ ID NO: 5 

59 <211> LENGTH: 36 

60 <212> TYPE: DNA 

61 <213> ORGANISM: Mycobacterium tuberculosis 
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63 <400> SEQUENCE: 5 

64 gatcatggat ccctacatgc ccagccgatg cgccag 36 

67 <210> SEQ ID NO: 6 

68 <211> LENGTH: 36 

69 <212> TYPE: DNA 

70 <213> ORGANISM: Mycobacterium tuberculosis 

72 <400> SEQUENCE: 6 

73 gatcatggat ccctacatgc ccagccgatg cgccag 36 

76 <210> SEQ ID NO: 7 

77 <211> LENGTH: 738 

78 <212> TYPE: PRT 

79 <213> ORGANISM: Mycobacterium tuberculosis 
81 <400> SEQUENCE: 7 

83 Met Thr Ala Gin Arg Ser Thr Thr Asn Pro Val Leu Glu Pro Leu Val 

84 1 5 10 15 

87 Ala Val His Arg Glu lie Tyr Pro Lys Ala Asp Leu Ser lie Leu Gin 

88 20 25 30 

91 Arg Ala Tyr Glu Val Ala Asp Gin Arg His Ala Ser Gin Leu Arg Gin 

92 35 40 45 
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